Effect of the quality of the interaction data on predicting protein function from protein-protein interactions.
Protein function prediction is an important issue in the post-genomic era. When protein function is deduced from protein interaction data, the traditional methods treat each interaction sample equally, where the qualities of the interaction samples are seldom taken into account. In this paper, we investigate the effect of the quality of protein-protein interaction data on predicting protein function. Moreover, two improved methods, weight neighbour counting method (WNC) and weight chi-square method (WCHI), are proposed by considering the quality of interaction samples with the neighbour counting method (NC) and chi-square method (CHI). Experimental results have shown that the qualities of interaction samples affect the performances of protein function prediction methods seriously. It is also demonstrated that WNC and WCHI methods outperform NC and CHI methods in protein function prediction when example weights are chosen properly.